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Development of a basis for the selective isolation of motile lactic acid
bacteria and its application: a new approach to plant pest control

OTOGURO, Misa
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L.nagelii

A small group of lactic acid bacteria have motility (hereinafter referred to

as motile lactic acid bacteria). The industrial use of motile lactic acid bacteria has not been
advanced due to the difficulty of isolation and low distribution density. In this study, we
developed a selective isolation method for these groups of bacteria, analyzed their distribution in
the environment, and investigated their antimicrobial activity against plant diseases as a new
application of motile lactic acid bacteria. Capillary collection method using chemotaxis and
multi-well plate method were devised as selective isolation methods, and using these methods, L.
nagelii, which has never been reported from grape juice in Japan, was isolated. Antimicrobial
activity tests of motile lactic acid bacteria revealed that some strains had antimicrobial activity
against potato plague fungi Phytophthora infestans.
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Serial culture No. Sample No. Species Sequence identity
()
18MFCH2f-4 18MFCH2 Liquorilactobacillus nagelii 99.66
18MFCH2f-5 18MFCH2 Liquorilactobacillus nagelii 99.87
18MFCH2w-5 18MFCH2 Liquorilactobacillus nagelii 99.93
18MFCH2w-8 18MFCH2 Liquorilactobacillus nagelii 99.8
18MFCH2w-9 18MFCH2 Liquorilactobacillus nagelii 99.66
18MFCH2w-10 18MFCH2 Liquorilactobacillus nagelii 99.93
18MFCH2y-1 18MFCH2 Liquorilactobacillus nagelii 99.93
18MFCH2y-2 18MFCH2 Liquorilactobacillus nagelii 99.93
18MFCH2y-3 18MFCH2 Liquorilactobacillus nagelii 99.93
18MFCH2y-4 18MFCH2 Liquorilactobacillus nagelii 99.66

18MFCH2y-5 18MFCH2 Liquorilactobacillus nagelii 99.86




18MFCH2y-6 18MFCH2 Liguorilactobacillus nagelii 99.86

18MFCH2y-10 18MFCH2 Liguorilactobacillus nagelii 99.87
18MFCH2y-11 18MFCH2 Liguorilactobacillus nagelii 99.93
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M 100 bp DNA 1 L.plantarumNBRC 158917,2 L. nageliiJCM 124927,3 L.

curvatus NBRC 158847, 4 L. mali NBRC 1021597, 5 L. satsumensis JCM 12392T, 6 L.
ghanensis JCM 156117, 7 L. vini JCM 142807
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Phytophthora infestans L. nagelii JCM 124927
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