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Intracellular redox for the creation of lignin-converting smart bacteria
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Novosphingobium MBESO4

MBESO4

Genomic and transcriptomic analysis of MBESO4 strain of Novosphingobium with
the etherase enzyme system revealed a gene cluster that is strongly induced by phenylpropanone
monomers, the end product of the etherase enzyme system. The most strongly induced gene in this
cluster was an aromatic dioxygenase-like gene, along with genes associated with multidrug
resistance. It was concluded that the etherase enzyme system of this fungus functions as a sensor of
lignin fragments and has significance for more efficient energy production.
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