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The mechanism of intramyocellular lipids accumulation of Japanese Shorthorn
cattle on the completed grass-fed beef production system
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The aim of this study is to investigate the mechanism of intramyocellular
lipids accumulation in the biceps femoris (BF: proximal and middle parts) of normal and double
muscled (DM)Japanese Shorthorn cattle on the completed grass-fed beef production system. We analyzed

distribution of myofiber types and intramyocellular lipid from birth to fattening period,
identification of DGAT2 immunoreactivity myofiber, expression of myogenic and lipogenic genes in BF.
All myofiber types ( D A B) and intramyocellular lipids expressed 6 month (weaning
period). Proximal part of BF higher expressed intramyocellular lipids than middle part. DGAT2
immunoreactivity myofiber were found in about 20% of BF, had been co-expressed intramyocellular
lipids. DM had a high proportion of B, but grazing increased intramyocellular lipids. We found
that myostatin, CD36, LPL and FABP3 are strongly involved in intramyocellular lipids accumulation by

grazing.
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