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In this study, we hypothesized that norovirus could achieve efficient
replication and long-term persistent infection by coexisting with retrovirus in cells. Then, we
investigated whether the proliferation and persistent infectivity of mouse norovirus (MNV) were
inhibited or decreased by inhibiting the proliferation of endogenous retrovirus (MuLV) in RAW264.7
cells by genome editing technology. We also investigated whether infecting J774.1 cells and P388
cells, which MNV cannot replicate in them, and WEHI-231 cells, which have poor replication
potential, with MuLV would improve the replication ability and persistent infectivity of MNV.
However, in the former, the cells whose genome was edited did not proliferate, and in the latter,
MuLV could not replicate in the respective cell lines. Therefore, the hypothesis could not be

proved.
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