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Ecology and molecular analysis of pathogenic Bartonella in bats in Japan
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This project shows that four bat species in Japan harbor seven novel
Bartonella species and that bat flies, genus Nycteribia bat fleas Ischnopsyllus needhami and
bat mites (Spinturnix myoti) and N. pygmaea are possible vectors of Bartonella in Miniopterus,
Eptesicus, and Myotis bats, respectively. Furthermore whole-genome sequences revealed that seven
Bartonella strains from the bats examined harbored eight or seven virulence factors similar to those
of B. henselae suggesting that bat strains infect persistently their hosts by a similar mechanism
of B. henselae.
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