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Arginylation in female gametogenesis.
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Arginylation is a posttranslational modification mediated by
arginyltransferase (ATEl). Arginylation is essential for the development, however, its involvement
in gametogenesis is still unknown. This study was conducted to elucidate the involvement of
arginylation in the female gametogenesis. Arginylated beta-actin localized to the meiotic spindle in

the oocytes at metaphase Il stage. We identified arginylated proteins in the oocytes at germinal
vesicle and metaphase Il stages, and some of them are important for female fertility or
preimplantation development. These novel and important results are significant steps to elucidate
the involvement of arginylatiion in female fertility and development.
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ATE1

1. GV
Proteins Genes Accessions
L-lactate dehydrogenase B chain Ldhb sp|P16125] LDHB_MOUSE
Isoform 2 of KH domain-containing protein 3 Khdc3 sp|Q9CWU5-2 | KHDC3_MOUSE
Transducin-like enhancer protein 6 Tle6 sp|QOWVB3| TLE6_MOUSE
RAB1, member RAS oncogene family, isoform CRA_a Rabla tr|QOPD67|QOPD67_MOUSE
Elongation factor 1-beta Eeflb sp|070251 | EF1B_MOUSE
Uncharacterized protein Actb tr|Q3UAA9 | Q3UAA9_MOUSE
GPI1 inositol-deacylase Pgapl sp|Q3UUQ7 | PGAP1_MOUSE
Frizzled-9 Fzd9 sp|Q9R216 | FZD9_MOUSE
FRY-like transcription coactivator (Fragment) Fryl tr|AOA0J9YUH4 | AOAOJ9YUH4 _MOUSE
Carnitine O-palmitoyltransferase 2, mitochondrial Cpt2 sp|P52825] CPT2_MOUSE
DEAD (Asp-Glu-Ala-Asp) box polypeptide 47 Ddx47 tr|Q4VBG1]Q4VBG1_MOUSE
MKIAA0131 protein (Fragment) mKIAAO131  tr|Q6ZQ17]Q6ZQ17_MOUSE
Secernin-3 Scrn3 sp|Q3TMH2] SCRN3_MOUSE

2. MII
Proteins Genes Accessions
Protein-arginine deiminase type-6 Padi6 sp|Q8K3V4|PADI6_MOUSE
NACHT, LRR and PYD domains-containing protein 5 NIrp5 sp|Q9RIM5 | NALP5_MOUSE
Isoform 2 of KH domain-containing protein 3 Khdc3 sp|Q9CWU5-2 | KHDC3_MOUSE
Ubiquitin carboxyl-terminal hydrolase isozyme L1 Uchll sp|Q9ROP9| UCHL1_MOUSE
NACHT, LRR and PYD domains-containing protein 4F Nlrp4f tr|L7NIW9|L7NIW9_MOUSE
Protein disulfide-isomerase A4 GN=Pdia4 Pdia4 tr|AOAOR4J0Z1] AOAOR4J0Z1_MOUSE
Enoyl-[acyl-carrier-protein] reductase, mitochondrial Mecr sp|Q9DCS3 |MECR_MOUSE




RAB1, member RAS oncogene family, isoform CRA_a
Uncharacterized protein GN=Cfl2

Elongation factor 1-beta GN=Eeflb

Uncharacterized protein GN=Cepl2
Phospholipid-transporting ATPase IB

Solute carrier family 2, facilitated glucose transporter member 2
Vacuolar protein sorting-associated protein 41 homolog
DEAD (Asp-Glu-Ala-Asp) box polypeptide 47

Frizzled-9

Guanylyl cyclase GC-E

Fatty acid-binding protein, brain

Peptidyl-prolyl cis-trans isomerase-like 4

Protein FAM135A

E3 ubiquitin-protein ligase RNF213

Ubiquitin carboxyl-terminal hydrolase 2

Rabla
cfl2
Eeflb
Cepl28
Atp8a2
Slc2a2
Vps4l
Ddx47
Fzd9
Gucy2e
Fabp7
Ppil4
Fam135a
Rnf213

Usp2

tr|QOPD67|QOPD67_MOUSE
tr | Q3UHW9 | Q3UHW9_MOUSE
sp|070251|EF1B_MOUSE

tr|B7ZNX8|B7ZNX8_MOUSE
sp|P98200] AT8A2_MOUSE
sp|P14246| GTR2_MOUSE

sp|Q5KU39| VPS41_MOUSE
tr|Q4VBG1 ]| Q4VBGL_MOUSE
sp|Q9R216|FZD9_MOUSE

sp|P52785| GUC2E_MOUSE
tr | E9QOH6 | E9Q0H6_MOUSE
sp|Q9CXG3|PPIL4_MOUSE

sp|Q6NS59| F135A_MOUSE

tr|AOA171EBL2 | AOA171EBL2_MOUSE

sp|088623| UBP2_MOUSE
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