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Study of regulation on the function of male reproduction by incretin using model
animals of obesity and diabetes
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In the testes of mice, incretin receptors and incretin expression were
observed. Incretin stimulation transiently enhanced the expression of cytokine-related genes and
steroid synthesis-related genes in TM4 (Sertoli cell line) or MA-10 (Leydig cell line),

Furthermore, in TM4 and MA-10, activation of cAMP-mediated signaling pathway was observed after
incretin stimulation. In addition, the same induction of gene expression seen in TM4 was observed in
C57BL/6J mice treated with GLP-1 receptor agonist (exenatide). These results indicate that
incretins are responsible for the regulation of spermatogenesis-related gene expression.
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