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Identification of the role of transcription termination and polyadenylation in
ALS using multiple high-throughput sequencing analysis
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We developed the tRIP method (targeted RNA immunoprecipitation), which
enables identification of the protein-RNA interaction sites to a similar level of accuracy as
CLIP-seq, but requires only thousands of cells. tRIP requires only 2 days to generate a cDNA library

with a single RNA purification step. tRIP adopts exonuclease treatment, and abrogates tedious
SDS-PAGE and membrane transfer that are essential in CLIP methodology. High sensitivity of tRIP
allows us to perform serial immunoprecipitation to identify the protein-protein-RNA interaction
sites starting from a subnuclear fraction.tRIP provides new insights into the regulatory mechanism
of co-transcriptional RNA processing by RNA processing factors.
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