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Development of a live cell imaging method for visualization of epigenetic
dynamics at a single locus

Okada, Satoshi
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At present, no method allows us to simultaneously investigate when, in which
cell, which type of modification, and at which position in the genome post-translational
modifications of histones occur. We are attempting to develop elemental technologies to construct
such a method. Specifically, we attempted to improve the BiFC to visualize histone modification
changes at specific loci. We found that co-expression of GFP-binding proteins enhances the BiFC
signal and delays the fading effect of GFP-derived fluorescent proteins.
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