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This study clarified the role of RNA metabolism in differentiation and

transformation, and demonstrated that the loss of old trait RNA in the P-body, which plays a central
role in RNA metabolism, especially in RNA decay, is essential for the differentiation process.
Using A549, we analyzed RNA in the P-body during EMT by RNA-seq and analyzed the changes in RNA
present. The RNA in the P-body changed drastically during the differentiation process. In a model of
adipogenic differentiation from 3T3-L1 to adipocytes, Ddx6, one of the P-body component proteins,
plays an important role in adipogenic differentiation, and its KO suppressed the induction of
adipogenic differentiation. In addition, comprehensive gene expression analysis by RNA-seq showed
that Ddx6-KO maintained the expression of RNA encoding old traits and DIkl, a suppressor of
adipogenic differentiation. We found that degradation of multiple RNAs that maintain progenitor cell
traits, but not removal of suppressors, is important.
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