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Structural study of infection molecular mechanism of the mouse norovirus.
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Human norovirus (HuNoV), which is known to cause acute gastroenteritis and
food poisoning in winter, cannot be propagated in cell lines, and there are no small animals that
can be used as a model of infection. Recently, proteins that act as infection receptors for closely
related murine norovirus (MNV) have been identified, and it is only now possible to carry out
molecular level studies on MNV infection. In this study, we analyzed the interaction between CD 300
If and CD 300 Id, which were identified as infection receptors of MNV, and VP1, a capsid protein of
MNV, and searched for molecules that interfere with the interaction.
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