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FtsZ is a ke¥ protein in bacterial cell division and is assembled into
filamentous architecture, which regulates bacterial cell division. FtsZ is also identified as an
appealing new target for antibacterial agents. In this study, we developed a new fluorescent probe
(BOFP) in which a BODIPY fluorophore has been conjugated to an oxazole-benzamide FtsZ inhibitor.
Furthermore, development of high-speed AFM enables us to achieve sub-second time resolution and
visualize the formation and dissociation process of FtsZ filaments. We also determined the crystal

structures of the enzymatic domains of FtsZ from Klebsiella pneumoniae (KpFtsZ) and Escherichia coli
(EcFtsz) at 1.75 A and 2.50 A resolutions, respectively.
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