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Electron microscopic analysis of a G4 DNA-binding protein Rifl, a key organizer
of chromosomal domains
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I made enormous efforts to purify 2,418 amino acid (a.a.)-long murine Rifl

to analyze molecular shapes of its oligomer(s) and its complex with G-quadruplex (G4) DNA via single
particle analyses. However, amount of the purified Rifl was not enough to electron microscopic (EM)
analysis. Thus, | next purified partially-truncated Rifl protein, termed Rifl-NC, lacking a long
IDP (intrinsically disordered polypeptide) segment (968 a.a.) present between its NTD and CTD. EM
analyses of the purified Rifl-NC verified its oligomeric nature, but failed to unveil its molecular
shape in high resolution. Then, | turned my plan toward EM analysis of fission yeast Rifl from
Schizosaccharomyces pombe (SpRifl), because of its natively short length (1,400 a.a.). It was
difficult to purify full-length SpRifl, but I succeeded to purify it after short deletion of an
N-terminal 92 a.a. (thus, termed as SpRifldN92). The EM analysis is now in progress with the
purified SpRifldN92 protein.
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