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Analysis of Ukl phosphorylation to control alternative autophagy and
elucidation of its physiological and pathological significance
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Autophagy is a catabolic process in which cellular contents, such as
proteins, are degraded. In addition to canonical autophagy, my colleagues previously discovered
alternative autophagy. Ulkl is involved in both autophagic pathways. However, the detailed molecular

mechanisms of ULkl regulation remains unclear. In this study, we find that Ulkl is phosphorylated
at Ser746 in the initiation of alternative autophagy, but not that of canonical autophagy. The
activation of alternative autophagy in tissues can be observed by using anti-p-Ulk1746 antibody.
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