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The expression levels of the importina /3 family nucleocytoplasmic
transport receptors were analyzed by immunoblotting in several types of culture cells that can be
inducibly differentiated. The expression levels altered remarkably in the monocyte-derived THP-1
cells during the differentiation into macrophage-like cells. Mass spectrometry-based quantitative
proteomics was performed on the total and nuclear protein extracted before and after the
differentiation. Proteins involved in protein degradation were increased in the nuclei of the
differentiated cells, whereas those participating in DNA synthesis or chromosome organization
decreased, consistent with the nature of this differentiation. Similar quantitative proteomics was
done on the THP-1 cells with SiRNA knock-down of the importina 5, which increases markedlx during
the differentiation, and candidate cargoes that may be transported by the importinf /o 5 heterodimer

during the differentiation were identified.
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