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The auxin response is an important phytohormone that regulates the cell
growth and morphogenesis in land plants. However, its origin and evolutionary processes are still
unclear. We had shown that auxin is likely involved in cell elongation and division in
Klebsiormidium, a streptophyte algae that is diverged before the emergence of land plants. However,
Klebsiormidium lacks genes similar to those that regulate auxin response in land plants. Therefore,
it will be expected that the elucidation of genes that regulate the auxin response in Klebsiormidium

insight into the origin of the auxin response in land plants. Our analysis suggested that the KnRAV
protein binds upstream of auxin-responsive genes and regulates the auxin response in
Klebsiormidium.
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