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Study of gene function and its expression for the dipause of annual killiifish

KUROKAWA, Daisuke

3,400,000

Nothobranchius korthausae

CRISPR/cas9

Nothobranchius korthausae

The diapause of vertebrate was analyzed by using annual killifish
(Nothobranchius korthausae).
In order to investigate the fuctions of gene whose expression levels increase during diapause, we
created mutants of these candidate gene by genome editing using CRISPR/Cas9.



(Diapause)

(Delayed
implantation)
1_N_korthausae < (
Nothobranchius ( ) cm) .-
(Annual Killifish)
N.furzeri
2000
2015
Nothobranchius

Nothobranchius
N.korthausae ( 1)

(1)
(2)
1)
CRISPR/CAS9
2 EGFP  Fucci
Tol2
N.korthausae 28
100% 28 18
1) 2) 3)
RT-PCR Whole mount in situ hybridization
CRISPR/CAS9

(4) Tol2

EGFP



FUCCI

3)

3.B
Histone-H2B/EGFP

EGFP




3 3 1 1

Shono Takanori Thiery Alexandre P. Cooper Rory L. Kurokawa Daisuke Britz Ralf Okabe 19
Masataka Fraser Gareth J.
Evolution and Developmental Diversity of Skin Spines in Pufferfishes 2019
iScience 1248 1259
DOl
10.1016/j . isci.2019.06.003
Kitahashi Takashi Kurokawa Daisuke Ogiso Shouzo Suzuki Nobuo Ando Hironori a7
Light-induced and circadian expressions of melanopsin genes opndxa and opn4dxb in the eyes of 2021
Juvenile grass puffer Takifugu alboplumbeus
Fish Physiology and Biochemistry 191 202
DOl
10.1007/s10695-020-00901-w
25
2022
19

DOl
10.11403/jset.25.1

70

2023







