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Structural analysis of hepatocyte specific entry and replication mechanism of
hepatitis B virus
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Aim of this study was to obtain structural basis for hepatocyte specific
entry and replication mechanism of hepatitis B virus (HBV), for the treatment of HBV infection.
NTCP, an HBV receptor specifically expressed in hepatocyte, was prepared using cell-free protein
synthesis system and the preSl-binding activity was successfully confirmed. We also exhibited that
preS2 region of HBV large surface protein is important for binding to capsid, which might be
important for enveloping of HBV during replication.
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