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Molecular mechanism linking pre-rRNA processing and nucleolar stress response
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In yeast cells, Nop53 functions as an adaptor for recruiting RNA helicase
MTR4 to its appropriate RNA substrate during ribosome biogenesis. In human cells, PICT1 seems to be
a functionally homologous protein for Nop53. In this study, we demonstrated that PICT1l is involved
in both the pre-rRNA processing and regulating tumor suppressor p53, thereby linking ribosome
biogenesis to cell growth regulation.
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