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RNA polﬁmerase Il (Pol I1) is an enzyme that transcribes all protein-coding
genes. Transcription proceeds through three stages: Initiation, Elongation, and Termination.
Although a different set of factors regulates Pol Il in each step, the mechanism by which these
factors are rapidly replaced during transcription is unknown. In this analysis, we investigated the
possibility that the factors working in the elongation, by using the factors working in the
initiation as scaffolds, rapidly bind to Pol Il and regulate Pol 11 activity in the elongation. In
the transcription initiation, dissociation from Pol Il by phosphorylation of general transcription
factor was also examined.
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