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Comprehensive study on diversity of Curcuma drugs used as medicines / food
supplements for standardization, responding to a global society
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Curcuma-related drugs and food supplements have been used worldwide.
However, correct identification and quality assessment have not been conducted, because
classification of some species is debated and nomenclature is inconsistent among countries. To
elucidate molecular markers of Curcuma species in Asia and to solve the confusion on the botanical
origin of crude drugs, molecular analysis based on the intron length polymorphism (ILP) in genes
encoding diketide-CoA synthase and curcumin synthase and the trnK sequences was performed using
plant specimens and crude drugs from 9 countries. Each specimen showed species-specific ILP
patterns, and based on the ILP markers besides trnK sequences, the botanical origins of crude drugs
were determined. Moreover, GC-MS analysis of the genetically-authenticated Curcuma rhizomes and
crude drugs revealed their species-specific essential oil composition. By applying above three
methods international standardization of Curcuma drugs could be expected.
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