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Experimental analysis of the establishment of infection and pathogenesis of
rickettsiosis
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The aim of this study was to elucidate the pathomechanism of rickettsiosis
in humans in vivo. Although the pathogenicity of scrub typhus varies according to serotype, the
path?genetic mechanism of Japanese spotted fever, which is associated with many deaths, has remained

unclear.

However, Japanese spotted fever rickettsia requires BSL3 facilities and is a select agent. Due to
the continuing pandemic of novel coronavirus infection (COVID-19), other research was suspended at
the principal investigator®s institution. As the laboratory director, | had to deal with
cross-disciplinary work on novel coronaviruses, and even after the restrictions were lifted, I was
reluctant to give priority to my own research over that of general users. With limited time to
increase the number of seed strains of several species, check their quality, and collect and store
tick materials for field surveys, | decided to leave this research to future generations, even at

retirement age.
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