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Helicobacter pylori CagA oncoprotein is closely associated with gastric
carcinogenesis. In this study, | succeeded in reconstitution of the complex formation of CagA with
multiple human proteins. CagA-SHP2 complex formation was promoted by CagA-PARlb interaction and, in
contrast, suppressed by CagA-Csk interaction, which required homo-dimerization of Csk. Thus, a
series of analyses revealed that the CagA interacts with multiple proteins in a more complicated
manner than expected. Furthermore, I found small compounds with novel chemical structures that
selectively inhibit SHP2 oncoprotein, which is aberrantly activated by CagA.
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