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The analysis of the novel mechanism of hypermucoviscosity of K. pneumoniae.
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In this study, we analyzed the genome of hypermucoviscous K. pneumoniae
clinical isolates in Japan and examined the relationship between hypermucoviscosity and pathogenic
genes and antibiotic resistance genes. As a result, a large proportion of strains carrying the
rmpA/rmpA2 gene expressed hypermucoviscosity at 37° C. On the other hand, the strains without the
rmpA/rmpA2 gene showed hypermucoviscosity at room temperature. In addition, it was inferred that an
antibiotic resistant plasmid was transferred to the originally hypermucoviscous strain, resulting in

the development of a hypermucoviscous antibiotic resistant strain. This suggests the possibility of
clarifying the mechanism of the development of highly pathogenic strains showing antibiotic
resistance.
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