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Analysis of the regulatory mechanism of virulence expression by the retron
containing reverse transcriptase gene in Vibrio cholerae

Shimamoto, Tadashi
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Retron-Vc95, which contains the reverse transcriptase gene (ret) of Vibrio
cholerae, has been suggested to be associated with virulence expression. In order to easily monitor
the expression of retron, a reporter strain with the B -glucuronidase gene (gusA) inserted under

the promoter of retron was created, and the expression of retron was analyzed under various culture
conditions. The expression of retron was found to be decreased under various stress conditions, such
as the addition of NaCl and iron chelators, and the deficiency of nitrogen and carbon sources.
In addition, the structure of retron-Vm85 in V. mimicus, a bacterium of the same genus as V.
cholerae, was clarified, suggesting the possibility of horizontal transmission of retron.
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