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Reverse genetics approach for mechanism of diarrhea induced by rotavirus
infection

Kanai, Yuta
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We investigated the diarrhea inducing ability of recombinant rotavirus SA11l
strain (rSA11) with mutant NSP4 protein. rSAl1l mutant which had amino acid mutations in C-terminal
region of NSP4 induced less diarrhea in 4-day-old mouse pups. By serial passages of wild-type SA1l
strain in mouse for total 10 times, mouse-adapted rotavirus, SAllm strain which showed higher
replication in mouse intestine in comparison to wild-type SA1l was obtained. Immortalized cell lines

derived from mouse intestinal cells were established. The infections of SAllm in mouse inoculated

wi%h antibiotics were inhibited suggesting the involvement of intestinal microbiota to rotavirus
infections.
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