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Human papillomavirus (HPV), a non—envelo?ed virus composed of a circular DNA
genome and two capsid proteins, enters skin, oral and anogenital epithelial basal cells and
proliferates tightly associated with the cell differentiation. Multiple host factors are required to
accomplish HPV life cycle. However, cellular proteins associated with the entry process have yet
fully identified. Here, we conducted CRISPR knockout genome library screening using HPV18
pseudovirion (18PsV), and found Folliculin (FLCN), an intracellular GTPase activating protein, as a
predominant factor for 18PsV infection.
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