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Identification and elucidation of novel long non-coding RNA involved in complex
formation of Satbl.
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In order to establish the molecular basis of Treg differentiation via the
transcription factor Satbl, we focused on the role of lkzfl, which a transcription factor that forms
a complex with Satbl, in Treg. Then, the loss of lkzfl function in Treg causes abnormal activation
of immune responses and the development of autoimmune disease-like lethal inflammation, suggesting

that Ikzfl plays an important role in Treg.

At the same time, we also conducted a large-scale screening using own CRISPRI system to identify
novel LncRNAs involved in Treg differentiation, and succeeded in identifying many novel LncRNAs as
candidates for regulators of Treg differentiation.
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