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Identification and analysis of novel metastasis regulators by the
metastasis-step focused in vivo screening
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Cancer metastasis is regulated by multi- and various steps. To understand
the mechanism contributing to metastasis establishment and to propose the effective suppression
strategy, analyses using the model possible to discriminate metastasis steps could be useful.
Therefore, in this study, cancer cell lines lacking the specific metastasis step were used for in
vivo screen, in which genome-wide shRNA library was transformed to each cell line and promoted
metastatic frequency by the shRNA knock-down was monitored in vivo metastasis model. And then,
identification of candidates of metastasis regulators and analysis using the specific model were
performed in aiming to understand the novel metastasis-regulatory mechanism. Out of identified
candidates, one was suggested to contribute in mobility and invasion ability important during the
early metastasis step and the other in the regulation of expression of a platelet
aggregation-promoting factor.
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