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Inhibition of novel cancer specific antioxidant regulation promotes anticancer
function
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CSN5 is a subunit of the CSN complex and it plays crucial roles in several
cellular functions as a regulator of ubiquitination. According to recent studies, CSN5 expression is
up-regulated in several cancer and leukemia patient cases, and we have previously reported that
CSN5 promotes tumorigenesis. In this study, we have identified that CSN5 interacts with several
metabolism-related proteins and it regulates their protein modification and localization. Our study
also indicates that TGF-B induces CSN5 mRNA via SMAD2, suggesting CSN5 is important for TGF-f3
/SMAD-mediated tumor progression.
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