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Immunogenomic landscape of gynecologic carcinosarcoma
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Gynecological carcinosarcoma (CS) is a rare, biphasic tumor comprising
epithelial and mesenchymal elements, and exhibits more aggressive clinical features. Four molecular
subtypes of CS were recently established (POLE, MSI, CNH, and CNL) and shown to be associated with
multiple clinicopathological parameters. However, the role of the immune microenvironment in CS
remains unclear. Relying on estimations of tumor-infiltrating cell types from RNA-seq data, POLE and

MSI tumors showed an enrichment of M1 macrophages, plasma cells and CD8+ T cells, whereas CNH and
CNL tumors had high levels of M2 macrophages. T-cell heterogeneity was independently correlated with
prolonged progression-free survival. Differential analysis of carcinoma and sarcoma elements
identified many shared mutations but there was little overlap in the T-cell receptor repertoire
between the two elements.
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