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Elucidation of factors that cause the biennial epidemic of influenza C virus and
factors that make infected children more severe

Matsuzaki, Yoko
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The cause of the biennial epidemic of influenza C virus was investigated
from the antigenic variation on the virus side and the immunity on the host side. The amino acid
substitution K190N of the surface protein found in the 2018 isolates was in the neutralizing
epitope, suggesting that the epidemic may have spread due to antigen variation. The antibody survey
against influenza C virus detected several cases of increased antibody titers in adults before the
epidemic in children, indicating that reinfection in immunized adults helped select epidemic strains

and affected the epidemic in children.
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