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Therapeutic applications of findings with juvenility-associated genes for
pediatric neurological diseases
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Aiming at elucidating a fundamental mechanism that underlies child-specific
physiological properties, the molecules expressed specifically in juvenile were investigated. We
identified juvenility-associated genes (JAGs) and juvenility-associated long noncoding RNAs (JALNCs)

in the juvenile transcriptome that was highly conserved in humans. The juvenile transcriptome
undergoes the age-dependent alternative splicing (ADAS) and augments the anabolism-predominant state
in juvenile. We also identified SRSF7 as the responsible factor for the ADAS. Mutations in SRSF7
caused neurodevelopmental diseases in mice, thus suggesting the potential of SRSF7 as the
therapeutic target for pediatric diseases. Forced expression of SRSF7 eliminated premature senescent
cells thus maintaining tissue integrity. We in this project identified the molecular framework that
specify children from adults, which constitute previously unrecognized biological network harboring
therapeutic potentials.
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Bex1 is juvenile-expressed IDP implicated in cerebellar and retinal morphogenesis.

63

2021

Masaki Mori

Age-dependent alternative splicing (ADAS) establishes the juvenile transcriptome in the brain

62

2020

Masaki Mori

Establishment of juvenile properties by age-dependent alternative splicing (ADAS)

43

2020

Faidruz Azura Jam,

46

2019




Takao Morimune, Masaki Mori

Establishment of the therapeutic approach for pediatric neurological disease utilizing juvenility-associated IncRNA.

46

2019

Faidruz Azura Jam,

Srsf7 [ 1

46

2019

Faidruz Azura Jam, Takao Morimune, Yosuke Kadota, Ayami Tano, Sayumi Akahane, Mayu Fukumura, Haruka Yukiue, Yuya Tanaka,
Masaki Mori

“ Elucidation of a new role for cell competition in the brain homeostasis”

46

2019

Yosuke Kadota, Faidruz Azura Jam, Takao Morimune, Ayami Tano, Sayumi Akahane, Mayu Fukumura, Haruka Yukiue, Yuya Tanaka,
Masaki Mori

Conservation of IncRNA between human and mice and their therapeutic potentials for neurological diseases

46

2019




Masaki Mori, Takao Morimune, Yosuke Kadota, Faidruz Azura Jam, Ayami Tano, Yuya Tanaka, Haruka Yukiue, Sayumi Akahane, Mayu
Fukumura.

Utilization of juvenility-associated genes for treating pediatric neurological diseases.

61

2019

Takao Morimune, Masaki Mori

61
2019
Faidruz Azura Jam
RNA
122
2019
Faidruz Azura Jam
122

2019




Masaki Mori, Takao Morimune, Faidruz Azura Jam, Yosuke Kadota, Ayami Tano, Yuya Tanaka, Haruka Yukiue, Sayumi Akahane, Mayu
Fukumura

Identification of juvenility-associated long noncoding RNAs (JALNCs) as indispensable factors for the juvenile properties of
the brain.

Society for Neuroscience (SfN)

2018

Masaki Mori, Takao Morimune, Yosuke Kadota, Faidruz Azura Jam, Ayami Tano, Yuya Tanaka, Haruka Yukiue, Sayumi Akahane, Mayu
Fukumura.

Utilization of juvenility-associated genes for treating pediatric neurological diseases.

61
2019
Faidruz Azura Jam
RNA
122
2019

Masaki Mori, Takao Morimune

Identification of Juvenility-associated Genes in the Mouse Brain”

45

2018




41

2018

Masaki Mori

SRSF7 establishes juvenile transcriptome through age-dependent alternative splicing (ADAS).
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