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MUCOSA-ASSOCIATED MICROBIOTA IN THE UPPER GUT IN PATIENTS WITH EARLY GASTRIC
CANCER AFTER SUCCESSFUL HELICOBACTER PYLORI ERADICATION THERAPY
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In this study, G-MAM were collected during the esophagogastroduodenoscopy of
17 patients, receiving H. pylori eradication therapy at least 5 years ago. The patients were
divided into those with EGC (the EGC group, 8 patients) and those without EGC (the NGC group, 9
patients). Microbial samples in the greater curvature of the pyloric site were obtained using an
endoscopic cytology brush, and the G-MAM profiles of each sample were analyzed using 16S-rRNA V3-V4
gene sequencing. At the genus level, the average abundance of Unclassified Oxalobacteraceae,
Capnocytophaga, and Haemophilus was significantly lower in the EGC group than in the NGC group (0.89
vs. 0.14%, P < 0.01, 0.28 vs. 0.00%, P < 0.01 and 5.84 vs. 2.16%, P = 0.034, respectively). We
demonstrated alternations in the profiles of G-MAM between the two groups. Our results suggest that
G-MAM may influence carcinogenesis after successful H. pylori eradication.
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