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Analysis and clinical application of novel biomarkers in gastric carcinogenesis
after H. pylori eradication
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The gastric cancer that develops after eradication of H. pylori may have

different characteristics from previous cases. We investigated differences in genetic abnormalities,
gene methylation, and indigenous bacterial flora (bacteria that coexist in the body, also known as
the microbiome). As a result of various analyses, i1t was found that methylation was highly
accumulated in the normal mucosa of carcinogenic cases even after eradication of H. pylori, which is
similar to the characteristics of carcinogenic cases in the past. We compared the results of the
present analysis with those of a widely published database of molecular abnormalities, and found a
similar trend. In general, after eradication of H. pylori, methylation of the gastric mucosa is
lowered and the risk of carcinogenesis is reduced. However, cases that lead to carcinogenesis may
have a different course.
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