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Development of a novel liquid biopsy to monitor DNA demethylation
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In this study, we aimed to develop a novel liquid biopsy to monitor DNA
demethylation after the treatment with a DNA demethylating drug by focusing on the fact that heavily
methylated genomic regions in cancer cells could be secreted as cell-free DNA. 959 genes heavily

methylated in gastric cancer cells were demethylated 40% or more by the treatment with a DNA
demethylating drug. Among these genes, 46 genes were re-expressed. These genes are considered to
be useful for monitoring of demethylation using cfDNA.
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