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Exploration of M. leprae RNA markers reflecting the pathogenesis of leprosy
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Aiming to identify RNA markers that can be used to determine the efficacy of
drug treatment for leprosy, we conducted a comprehensive gene expression analysis of M. leprae
cells and those growing in vivo to understand the dynamics of M. leprae RNA when treated with drugs.
As a result, it was found that the expression levels of some of the M. leprae genes were
significantly altered also had relatively high expression levels. These results indicates that there
may be candidate molecules among the M. leprae genes that can be used to accurately determine the
viability and therapeutic efficacy of leprosy.
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