©
2018 2021

Development of the new treatment method by elucidating pathomecanism related to
inflammation in bullous pemphigoid

Tsuruta, Daisuke
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The ELISA assay for BP-IgG-induced cytokine release showed that the protein
levels of IL-8 and GM-CSF were increased in keratinocytes cultured in 0.06 mM calcium-containing
medium under BP-1gG treatment compared to normal-1gG treatment. RNA sequencing for mRNA showed that

IL-6 and GM-CSF mRNA expression was increased after BP-1gG stimulation in 0.06 mM
calcium-containing medium, but not in 1.8 mM calcium-containing medium. mRNA for IL-8 was not
increased at any calcium concentration. We plan to elucidate this mechanism in the future.
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