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novel endogenous mechanizm against leukemogenesis in ABL family oncogene.
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ARG (ABL2) is highly homologous to ABL (ABL1), and the chimeric TEL/ABL and

TEL/ARG have been identified in leukemia patients. In previous study, TEL/ABL and TEL/ARG induce the
specific disease in mice, that is early onset myeloid leukemia and long-latency mastocytosis,
respectively.

To determine the molecular mechanisms on their distinct biological properties, a series of mutants
of TEL/ARG were generated. The difference in cell proliferative activity was caused by the restraint
action of ARG-C terminus and located specific proline and tyrosine residue was considered to
participate for the function. ARG-N terminus, where the specific binding to STAT3 was observed by
Yeast Two Hybrid system, might have a role_in mast cell development. These findings suggest that
specific site in ARG C-terminus is responsible for cell proliferation reflecting the disease

latency, and specific isoform of STAT may influences on differentiation of hematopoietic cells
reflecting the disease phenotype.
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