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Development the typing for Cytomegalovirus tropism using the differeces of
genome methylation.

Ishioka, Ken
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Cytomegalovirus clinical isolates (2 sets of 4 strains) isolated from
infants with congenital cytomegalovirus infection which show different cell tropism were
investigated by whole-genome methylation analysis using bisulfate method. Although there were no
differences in the nucleotide sequences between the strains with different tropism, there were
significant differences in methylation in 21 genes. In addition, a phylogenetic tree analysis of
methylation among the four strains revealed that the strains with the same tropism are closely
related to each other. Investigations have been going whether these gene product are involved in

tropism.
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