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The efficacy of meropenem treatment (1 g, q8h) for borderline
meropenem-susceptible Enterobacteriaceae producing IMP-6 type carbapenemase or CTX-M-2 type
extended-spectrum B -lactamase was evaluated using the hollow-fiber infection model.
Meropenem-resistant mutants emerged during meropenem treatment for both strains. Full-length
whole-genome sequencing and PCR analysis suggested that the resistance mechanisms of
meropenem-resistant mutants were increased blalMP-6 transcripts due to increased plasmid copy
numbers in the former strain, and increased blaCTX-M-2 transcripts due to gene triplication and OmpC

loss resulting from ompC deletion in the latter strain.
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