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Autophagy-regulating microRNAs in Pompe disease and their therapeutic strategy
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The results of microRNA expression analysis of human Pompe disease skeletal
muscle were compared with other muscle glycogen storage disease. The authors have previously
reported that autophagy is impaired in Pompe disease, forming a pathology that influences disease
progression. miR-499a-5p, miR-206 and miR-208b-3p expression was reduced to approximately 40% in
Pompe disease. miR-206 expression is increased, but miR-206 was not increased in glycogen storage
disease type V as in Pompe disease.

MicroRNA-128, which reduces TFEB expression and autophagy function, was reduced by microRNA-128-3p
to 40% in skeletal muscle in Pompe disease but not in glycogen storage disease type V, suggesting a
different effect on autophagy.
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