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Identifying of prediction marker for brain metastasis using brain seeking breast
cancer cells and resected breast cancer tissue from patient

Ishida, Kazushige
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We have finished to analyze about twenty thousand whole human gene
expression in MDA-MB231 cells and 231BR cells. Fourteen genes were found as more 10-fold difference
in gene expression. Two genes were more 50-fold difference, and one gene was more 100-fold
difference in those 14 genes. CHRDL1 gene was 77.66-fold higher, TMEM gene was 62.03-fold higher in
MDA-MB 231 cells. SLC14Al gene was 137.46-fold higher in 231BR cells. We searched published
literatures to find any relevance in brain metastasis, and there was no findings.
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CHRDLI T1.66 SLCHIAL 13746 182623
TMEM9S 62.08 GREL 18.79 4.958-15
XK 15.26 AZUL 12.10 :
F2RL2 L4.46 S0Xa0 1095
SLOOSAT 13.95 KAAGT 10.77 :
cozbzA 11.60 1.02E-08 ILITF 10.36 1.35E-08
ROLA 1118 1LOBE-07 DACHI 9.85 4.80E-08
ACOXL 10,01 1.29E-15 ILIRZ 8.7 5.12E-08
POPN 9.38 3.81E-08 Clorf9s 518 4.13E-08
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