©
2018 2020

Research on novel therapeutic methods for breast cancer based on glucose
metabolism

Toyama, Tatsuya

3,400,000

FBP1 mRNA
FBP1 DFS 0S
FBP1
DFS 0S FBP1

FBP1
FBP1
FBP1

We investigated the relationship between FBP1 mRNA expression and
clinicopathological factors or prognosis in breast cancer patients, and found a trend toward shorter
DFS and 0S in low FBP1 mRNA patients. FBP1 expression was higher in patients with positive axillary
Iymph nodes, and both DFS and OS were significantly worse in patients with positive axillary lymph
nodes than in patients with low FBP1 expression.
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Table 1 Figure 1
Association between FBPI mRNA exp: and cli thol I ch P<0001 (B<0001 Bs0001
breast cancer patients in the NCU cohort :
All patients FBP1 mRNA expression s 9 ) 9 9
High Low P value g
n (%) n (%) (%) g 6 6
Paticnts 625 313 312 %
Mean £ SD (y.0) f:s'f :4)'3'3 527[“2_:2;3'2 (52553 :4)'3'3 0.067 g ¢ ¢
Gender 0249 = o 4 'Y .
Male 2() 0 2(1) PgR+ PgR- HER2- HER2+
Female 623 (99) 313 (100) 310 (99)
Menopausal status 0.416
Pre 261 (42) 186 (59) 171 (55)
Post 357(57) 127 (41) 134 (43) %
Unknown 7(1) 0 7(2) §
Histology 0.009* P
IDC 554 (89) 276 (88) 278 (89) E‘:;
ILC 28 (4) 21(7) 7(2) o
Others 43(7) 16 (5) 27(9) £

FBPI1 1, SD standard deviation,
IDC invasive ductal carcinoma, /LC invasive lobular carcinoma.
*P<0.05 was considered statistically significant
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A. All breast cancer patients
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Figure 4
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A. All breast cancer patients

FBP1 mRNA expression — High — Low

FBP1mRNA expression — High — Low

B. ER-positive breast cancer patients

FBP1 mRNA expression — High — Low

] s
1.00 £1.00 1.00 - £ 1.00 =
_g M H 2 e . g e T—
2075 £075 £ o015 2075
@ g @ g
£os0 F050 £o0s0 050
go.zt; e §9%51 ;o082 éo.zs =088 2025 p=021
0.0 § 000 0.00 £ 0.00
06 3 6 _ 9o 12 15 18 3 0 3 6_ 9 12 15 18 0 3 9 12 15 18 @ 0 3 6 _ 9o 12 15 18
Time (years) Time (years) Time (years) Time (years)
Number at risk Number at risk Number at risk Number at risk
High 150 136 107 87 51 22 0 High 150 141 18 o7 54 25 1 High 130 17 73 41 15 0 High 130 121 101 82 43 18 1
Low 189 172 146 120 86 46 o Low 189 178 157 126 89 54 2 Low 127 116 55 32 Low 127 18 103 86 56 37 2
C. ER-negative breast cancer patients
FBP1mRNA expression — High — Low FBP1 mRNA expression — High — Low
®
100 T £ 1.00 e ——
3 — a
E 0.75 &£ 075
: £
£os0 § 050
§0251 ;.08 §025] ;=05
& %
000 § 000
0 3 6_ 96 12 15 18 @ 0 3 6_ 9 12 15 18
Time (years) Time (years)
Number at risk Number at risk
High 19 18 15 14 10 7 0 High 19 19 17 15 1 0
Low 62 56 50 38 3 1“4 o Low 62 60 54 40 33 17 0
Figure 5
FBP1 mRNA expression — High — Low FBP1 mRNA expression — High — Low FBP1 mRNA expression — High — Low
T
1.00 1.00 £ 1.00
2075 i, S So075 L£075
) g 3
£ 0.50 2 0.50 2 0.50
= 3
H § g
§0250 .oy 8025 .o §025( .04
s H
000 0.00 $ 0.00
0 3 9 15 18 0 3 9 12 15 18 Q 0 3 6 9 12 15 18
Time (years) Time (years) Time (years)
Number at risk Number at risk Number at risk
High 136 106 89 73 31 12 0 High 136 120 101 8 38 17 0 High 136 120 101 8 38 17 0
Low 180 135 111 8 60 29 0 Low 180 158 126 93 67 36 0 Low 180 158 126 93 67 36 0

3
FBP1

FBP1

FBP1

FBP1



(Endo Yumi)

(20566228) (23903)
(Kondo Naoto)
(90529166) (23903)




