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Clinical burden of RNA methylation as a diagnostic and predictive marker for
colitis-associated cancer.
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In this study, we conducted comprehensive methylation analysis using
surgical specimens from sporadic colorectal cancer or ulcerative colitis-associated CRC, and
successfully identified cancer-specific hypermethylated CpG site. Furthermore, we validated this CpG

site using pyrosequencing, and showed that quantification of methylation levels using
non-neoplastic rectal mucosa could identify high-risk UC patients for CRC.
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