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The emerging roles of long noncoding RNA in inflammatory diseases.
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Systemic inflammatory response syndrome such as sepsis is a fatal disease

caused by enhanced proinflammatory cytokine production, and effective therapeutics are not currently
available. Here, we focused on the proinflammatory cytokine interleukin-9 (IL-9) that is thought to
be implicated in the pathogenesis of human severe bronchial asthma. We identified a novel long
noncoding RNA (IncRNA) that is transcribed from the IL-9 silencer element we previously discovered.
Moreover, we revealed that the INcRNA is associated with several specific nuclear proteins and the
formation of IncRNA-protein complex is the molecular mechanism responsible for transcriptional
repression through directly acting on the specific genomic DNA regions. Finally, we aimed to develop
an effective and novel therapeutic strategy for inflammatory disorders through the employment of
the modified function of IncRNA-protein complex.
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