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Relationship between Chronic inflammation and progression of Moyamoya disease
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In this study period, we examined three different thes of experiment.
First, the relationship between moyamoya disease and pylori infection, which did not prove to be
involved in the pathogenesis. Second, the pathological changes of superficial temporal artery of
Moyamoya patient and normal volunteer, which resulted that elastic membrane and collagen were
decreased and damaged in the Moyamoya patients. Third, angiogensis after bypass surgery were
examined with different genetic background, which RNF213 i1s strongly correlated with in-direct
3ypass. Taken together, we were able to elucidate the novel pathological mechanisms of Moyamoya
Isease.
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