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Elucidating the mechanism of TWIST1 contribution to OA using genome-wide
enhancer analysis
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Transcriptome and NET-CAGE analyses of TWIST1-expressing cells revealed that
TWIST1 expression correlated with the expression of stemness/undifferentiability-related genes such
as ID1, I1D2, and Bmil. Therefore, we reanalyzed RNAseq and microarray data to identify cell surface
markers that are highly correlated with TWIST1 expression. We found that TWIST1 strongly correlated
with the cell surface protein LRRC15. Currently, development of ADC drugs targeting LRRC15 is
underway, and the results of this study support the validity of LRRC15 as a therapeutic target.
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