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VBC-Cul2

Exploring novel downstream targets of VBC-Cul2 complex in clear cell renal cell
carcinoma

Kamba, Tomomi
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We have developed three-dimensional culture system using sub-line of human
renal cell carcinoma cell line 786-0, namely pRC3 and WT8.To identify novel pVHL target proteins, we
performed SILAC Stable Isotope Labeling using Amino Acids in Cell Culture) with pRC3(VHL-), WT8
(VHL+), WT8+HIF stabilizer(Roxadustat) cultured in 3D. The expression levels of 254 proteins were
elevated by VHL deficiency. In addition, RNA sequencing was performed to investigate the
transcriptional expression changes and HIF dependency of the candidate target molecules. Among the
candidate molecules, we focused on mTOR-related molecules and oxidative stress-related molecules
because they are involved in the proliferation and survival of RCC cells and the prognosis of
psﬁ{ents, and are now conducting further analysis of these molecules as new candidate targets of
pVHL.
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VEGFA in WT8 (VHL+)
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