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A study aimed at identifying the cancer lesion within multiple prostate cancer
lesions that determines an iIndividual®s prognosis.

Iwata, Tsuyoshi
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The objective of this study was to ?erform comprehensive DNA methylation
analysis using cells from multiple cancer lesions in radical prostatectomy specimens with metastasis
and cancer cells from the metastatic site. The aim was to identify whether these lesions could be

classified into prognostically significant lesions (aggressive cancer) and lesions that do not
require immediate treatment (non-aggressive cancer). By performing DNA methylation analysis through
DNA microdissection on multiple cancer lesions using radical prostatectomy specimens and comparing
them to samples obtained from lymph node metastasis during radical prostatectomy, it was revealed
that there were lesions within the multiple cancer lesions that exhibited methylation patterns
similar to those of lymph node metastasis. These findings sug?est that these lesions are the ones
determining the prognosis among the multiple prostate cancer lesions that occur within the prostate.
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